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. We previously reported that PcExl1 is an acidic protein with a similar structure to BsEXLX1 The backbone trace is depicted as a silver ribbon, the aromatic residues are shown as yellow spheres, and the "pseudo-catalytic" aspartate as red spheres. Green spheres are lysine NZ or arginine NE/NH atoms close to binding site residues, identified with the residue number and name. Therefore, most of the fluorescent labels (which target lysine) will be far from the binding sites and should not affect specific binding. BsEXLX1 has 8 arginines and 19 lysines, and PcEXL1 has 6 arginines and 10 lysines, but calculations of residues labelled varied from 0.5 to 1 per protein molucule. (b) Binding to crystalline cellulose (Avicel®) or vascular tissue by unlabelled BsEXLX1 and PcExl1, and Cy5 amine-labelled PcExl1. Proteins (5 mg) were incubated with 1 mg of substrate in 500 ml of 20 mM HEPES buffer pH 7.4, for one hore at 30°C and 1000 rpm. After incubation, 15 ml aliquots were taken to run in a gel, the rest of the samples were centrifuged at 13 krpm and washed 3x with PBS, and the pellet was resuspended in 40 ml os SDS-sample buffer, boiled for 5 min and 15 ml were loaded in a 12% polyacrylamide gel. Symbols: M: molecular weight marker; T: 15 ml of the supernatant of a reaction without substrate; SN: supernatant of reactions with substrate; P: pellet from reactions with substrate. Figure S3 . PcExl1 binds specifically to the xylem of celery and broccoli, in comparison to BsEXLX1.
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Confocal images of a cross section of celery petiole (a and b) and broccoli stalk (c and d) stained with
BsEXLX1-Alexa 488 (a and c), or PcExl1-Cy3 (b and d). Ph: phloem; MX: metaxylem; PX: protoxylem; X: xylem; Par: parenchyma; C: cambium; Co: cortex; CZ: cambial zone. Scale bar 100 μm. Images were reconstructed from multiple stacks with ImageJ software using the Z projection tool at maximum intensity for fluorescence, and average intensity for bright field. Primary cell walls are pink, whereas secondary cell walls are dark blue (arrows). Scale bar 100 mm. 
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